Next generation sequencing for genotyping of Coccidioides sp from a cluster
investigation. Engelthaler DM, Chiller T, Schupp JA, Colvin J, Beckstrom-Sternberg SM,
Driebe EM, Moses T, Tembe W, Sinari S, Beckstrom-Sternberg JS, Pearson JV,
Christoforides A, Carpten J, Keim P, Peterson A, Terashita D, Balajee SA. (submitted for
publication)

Development of a rapid, cost-effective TagMan Real-Time PCR Assay for identification
and differentiation of Coccidioides immitis and Coccidioides posadasii. Sheff KW, York
ER, Driebe EM, Barker B, Rounsley S, Waddell V, Beckstrom-Sternberg S, Keim PS,
Engelthaler DM. Med Mycol 2009 DOI: 10.1080/13693780903218990.

Coccidioides Assays: Reply to Dr Wiwanitkit.
http://www.ncbi.nlm.nih.gov/pubmed/20100140
Sheff KW, Keim PS, Engelthaler DM. Med Mycol. 2010 Jan 26.

Rapid quantification of single-nucleotide mutations in mixed influenza A viral
populations using allele-specific mixture analysis.
http://www.ncbi.nlm.nih.gov/pubmed/19761797

Liu CM, Driebe EM, Schupp J, Kelley E, Nguyen JT, McSharry JJ, Weng Q, Engelthaler
DM, Keim PS. J Virol Methods. 2010 Jan;163(1):109-15. Epub 2009 Sep 15.

Triple combination of oseltamivir, amantadine, and ribavirin displays synergistic activity
against multiple influenza virus strains in vitro.
http://www.ncbi.nlm.nih.gov/pubmed/19620324

Nguyen JT, Hoopes JD, Smee DF, Prichard MN, Driebe EM, Engelthaler DM, Le MH, Keim
PS, Spence RP, Went GT. Antimicrob Agents Chemother. 2009 Oct;53(10):4115-26. Epub
2009 Jul 20.

Phylogeography of Francisella tularensis: global expansion of a highly fit clone.
http://www.ncbi.nlm.nih.gov/pubmed/19251856

Vogler AJ, Birdsell D, Price LB, Bowers JR, Beckstrom-Sternberg SM, Auerbach RK,
Beckstrom-Sternberg JS, Johansson A, Clare A, Buchhagen JL, Petersen JM, Pearson T,
Vaissaire J, Dempsey MP, Foxall P, Engelthaler DM, Wagner DM, Keim P. J Bacteriol.
2009 Apr;191(8):2474-84. Epub 2009 Feb 27.

Community analysis of chronic wound bacteria using 16S rRNA gene-based
pyrosequencing: impact of diabetes and antibiotics on chronic wound microbiota.
http://www.ncbi.nlm.nih.gov/pubmed/19649281

Price LB, Liu CM, Melendez JH, Frankel YM, Engelthaler D, Aziz M, Bowers J, Rattray R,
Ravel J, Kingsley C, Keim PS, Lazarus GS, Zenilman JM. PLoS One. 2009 Jul
31;4(7):e6462.




Defining wound microbial flora: molecular microbiology opening new horizons.
http://www.ncbi.nlm.nih.gov/pubmed/19841413

Frankel YM, Melendez JH, Wang NY, Price LB, Zenilman JM, Lazarus GS. Arch Dermatol.
2009 Oct;145(10):1193-5. No abstract available.

Real-Time PCR Assays compared to Culture-Based Approaches for Identification of
Aerobic Bacteria in Chronic Wounds. http://www.ncbi.nlm.nih.gov/pubmed/20047604
Melendez JH, Frankel YM, An AT, Williams L, Price LB, Wang NY, Lazarus GS, Zenilman
JM. Clin Microbiol Infect. 2009 Dec 29. [Epub ahead of print]

The effects of circumcision on the penis microbiome.
http://www.ncbi.nlm.nih.gov/pubmed/20066050

Price LB, Liu CM, Johnson KE, Aziz M, Lau MK, Bowers J, Ravel J, Keim PS, Serwadda D,
Wawer MJ, Gray RH. PLoS One. 2010 Jan 6;5(1):e8422.

Continuing Evolution of Burkholderia mallei Through Genome Reduction and Large-Scale
Rearrangements. http://www.ncbi.nlm.nih.gov/pubmed/20333227

Losada L, Ronning CM, Deshazer D, Woods D, Fedorova N, Stanley Kim H, Shabalina SA,
Pearson TR, Brinkac L, Tan P, Nandi T, Crabtree J, Badger J, Beckstrom-Sternberg S,
Sagib M, Schutzer SE, Keim P, Nierman WC. Genome Biol Evol. 2010 Jan 22;2010:102-
16.

Molecular epidemiology of glanders, Pakistan.
http://www.ncbi.nlm.nih.gov/pubmed/19961695

Hornstra H, Pearson T, Georgia S, Liguori A, Dale J, Price E, O'Neill M, Deshazer D,
Muhammad G, Sagib M, Naureen A, Keim P. Emerg Infect Dis. 2009 Dec;15(12):2036-9.

Phylogeographic reconstruction of a bacterial species with high levels of lateral gene
transfer. http://www.ncbi.nlm.nih.gov/pubmed/19922616

Pearson T, Giffard P, Beckstrom-Sternberg S, Auerbach R, Hornstra H, Tuanyok A, Price
EP, Glass MB, Leadem B, Beckstrom-Sternberg JS, Allan GJ, Foster JT, Wagner DM,
Okinaka RT, Sim SH, Pearson O, Wu Z, Chang J, Kaul R, Hoffmaster AR, Brettin TS,
Robison RA, Mayo M, Gee JE, Tan P, Currie BJ, Keim P. BMC Biol. 2009 Nov 18;7:78.

Francisella tularensis subsp. novicida isolated from a human in Arizona.
http://www.ncbi.nlm.nih.gov/pubmed/19895698

Birdsell DN, Stewart T, Vogler AJ, Lawaczeck E, Diggs A, Sylvester TL, Buchhagen JL,
Auerbach RK, Keim P, Wagner DM. BMC Res Notes. 2009 Nov 6;2:223.

Humans and evolutionary and ecological forces shaped the phylogeography of recently
emerged diseases. Nat Rev Microbiol.http://www.ncbi.nlm.nih.gov/pubmed/19820723
Keim PS, Wagner DM. 2009 Nov;7(11):813-21. Epub 2009 Oct 12.



Molecular basis of rare aminoglycoside susceptibility and pathogenesis of Burkholderia
pseudomallei clinical isolates from Thailand.
http://www.ncbi.nlm.nih.gov/pubmed/19771149

Trunck LA, Propst KL, Wuthiekanun V, Tuanyok A, Beckstrom-Sternberg SM, Beckstrom-
Sternberg JS, Peacock SJ, Keim P, Dow SW, Schweizer HP. PLoS Negl Trop Dis. 2009 Sep
22;3(9):e519.

The genome and variation of Bacillus anthracis.
http://www.ncbi.nlm.nih.gov/pubmed/19729033

Keim P, Gruendike JM, Klevytska AM, Schupp JM, Challacombe J, Okinaka R. Mol
Aspects Med. 2009 Dec;30(6):397-405. Epub 2009 Sep 1. Review.

Molecular evolutionary consequences of niche restriction in Francisella tularensis, a
facultative intracellular pathogen. http://www.ncbi.nIm.nih.gov/pubmed/19521508
Larsson P, Elfsmark D, Svensson K, Wikstrom P, Forsman M, Brettin T, Keim P, Johansson
A. PLoS Pathog. 2009 Jun;5(6):e1000472. Epub 2009 Jun 12.

Comparative genomic characterization of Francisella tularensis strains belonging to low
and high virulence subspecies. http://www.ncbi.nlm.nih.gov/pubmed/19478886
Champion MD, Zeng Q, Nix EB, Nano FE, Keim P, Kodira CD, Borowsky M, Young S,
Koehrsen M, Engels R, Pearson M, Howarth C, Larson L, White J, Alvarado L, Forsman M,
Bearden SW, Sjostedt A, Titball R, Michell SL, Birren B, Galagan J. PLoS Pathog. 2009
May;5(5):e1000459. Epub 2009 May 29.

Phylogenetic understanding of clonal populations in an era of whole genome
sequencing. http://www.ncbi.nlm.nih.gov/pubmed/19477301

Pearson T, Okinaka RT, Foster JT, Keim P. Infect Genet Evol. 2009 Sep;9(5):1010-9. Epub
2009 May 27. Review.

Simonson TS, Okinaka RT, Wang B, Easterday WR, Huynh L, U'Ren JM, Dukerich M,
Zanecki SR, Kenefic LJ, Beaudry J, Schupp JM, Pearson T, Wagner DM, Hoffmaster A,
Ravel J, Keim P. http://www.ncbi.nlm.nih.gov/pubmed/19368722

Bacillus anthracis in China and its relationship to worldwide lineages. BMC Microbiol.
2009 Apr 15;9:71.

Kenefic LJ, Pearson T, Okinaka RT, Schupp JM, Wagner DM, Hoffmaster AR, Trim CB,
Chung WK, Beaudry JA, Jiang L, Gajer P, Foster JT, Mead JI, Ravel J, Keim P.
http://www.ncbi.nlm.nih.gov/pubmed/19283072

Pre-Columbian origins for North American anthrax. PLoS One. 2009;4(3):e4813. Epub
2009 Mar 13. Erratum in: PLoS One.2009;4(5):10.1371/annotation/9e8af820-8037-4f98-
86b3-6581e16c2aeb.



Foster JT, Beckstrom-Sternberg SM, Pearson T, Beckstrom-Sternberg JS, Chain PS,
Roberto FF, Hnath J, Brettin T, Keim P. http://www.ncbi.nlm.nih.gov/pubmed/19201792
Whole-genome-based phylogeny and divergence of the genus Brucella. J Bacteriol. 2009
Apr;191(8):2864-70. Epub 2009 Feb 6.

Tuanyok A, Leadem BR, Auerbach RK, Beckstrom-Sternberg SM, Beckstrom-Sternberg
JS, Mayo M, Wuthiekanun V, Brettin TS, Nierman WC, Peacock SJ, Currie BJ, Wagner
DM, Keim P. http://www.ncbi.nIm.nih.gov/pubmed/19038032

Genomic islands from five strains of Burkholderia pseudomallei. BMC Genomics. 2008
Nov 27;9:566.



